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The oligopeptide was synthesized with the peptide bond of Gly in each amino acid (Leu,Phe). By the place where
Gly combined, the effect which the hydrogen on acarbon of the amino acid receives was examined. The result
showed that the chemical shift value changed most, when it made with the amino group of amino acid peptid bond.
Carboxyl group ( electron-withdrawing substituent ) of amino acid draws resistant the electron near, when there is
no concerning the combination. Therefore, the chemical shift value of the hydrogen on ccarbon of amino acid

greatly changed.
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Fg2 Structure of each amino acid
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Fig3 Structure of synthetic oligopeptide
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Tablel Result of chemical shift value and oligopeptide

No. Oligopeptide

Chemical shift

value /ppm
1 Leu 3.73
2 Leu-Gly 4.03
3 Leu-Gly-Gly 3.99
4 Gly-Leu 4.21
5 Gly-Gly-Leu 4.23
4.6
& o A
E “ ® XLeu
A ® LeuGly
E A LeuGlyGly
O Glyteu
X A GlyGlyLeu
3.6 . -
0 2 4 6
Oligopeptide
Fg6 Relationship between chemical shift
( «H)and oligopeptide
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Fig 7 Hectronic polarization by carbonyl group and
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‘Table2 Result of chemical shift value and oligopeptide

) ) Chemical shift
No.  Oligopeptide ) e /ppm
: o 3.99
6  PheGly 4.26
7 Phe-Gly-Gly 4.31
8  Gly-Phe 4.51
9 Gly-Gly-Phe 4.48
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Fig8 Jationship between chemical shift
( o:H)and oligopeptide

Table3 Chemical shift value change by the combination place

@®:leu @ : Phe
ppm ppm
@-Gly 0.30 0.27
@-Gly-Gly 0.26 0.32
Gly-@ 0.48 0.52
Gly-Gly-@ 0.50 0.49
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Fig9 Relationship between chemical shift
change and oligopeptide
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